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ABSTRACT

Genetic diversity in pigeonpea wilt pathogen (Fusarium udum butler) was analyzed using 10
isolates collected from major pulse growing regions of Gujarat. The genomic DNA extracted
from each isolate of Fusarium udum was subjected to polymerase chain reaction using 20
random decamer primers from OPC series. Only 10 of the 20 RAPD primers were selected on
the basis of polymorphism for pooled analysis. The 10 earmarked RAPD primers selected
from OPC series amplified 67 DNA fragments with size ranging from 157 to 2068bp. Out of
these, 47 were polymorphic giving 70 per cent polymorphism. The total number of amplified
fragments varied from 3 in OPC-8 to 11 in OPC-4. The average polymorphic bands per primer
were 4.7 and per cent polymorphism ranged from 40 in OPC-15 to 100 in OPC-5. The PIC
value varied from 0.64 in OPC-8 to 0.88 in OPC-4.
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